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in the Three Domains of Life. Genome Biology and Evolution 11(10): 2713-2726.
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Published

”Chromatin Remodeling and Immediate Early Gene Activation by SLFN11 in Response to Replication Stress” Murai, J., Zhang, H.,
Pongor, L., Tang, SW., Jo, U., Moribe, F., Ma, Y., Tomita, M. and Pommier, Y. Cell Rep. 30(12):4137-4151.e6. (2020 Mar 24)

”Sensory properties and metabolomic profiles of dry—cured ham during the ripening process” Sugimoto, M., Sugawara, T., Obiya, S.,
Enomoto, A., Kaneko, M., Ota, S., Soga, T. and Tomita, M. Food Res Int. 129:108850. (2020 Mar) [Epub 2019 Nov 30]

"The use of a double coaxial electrospray ionization sprayer improves the peak resolutions of anionic metabolites in capillary ion
chromatography—mass spectrometry” Hirayama, A., Tabata, S., Kudo, R., Hasebe, M., Suzuki, K., Tomita, M. and Soga, T. J Chromatogr A.
460914.(2020 Jan 2) [Epub ahead of print]

”Comparison of the transcriptomes of two tardigrades with different hatching coordination” Yoshida, Y., Sugiura, K., Tomita, M.,
Matsumoto, M. and Arakawa, K. BMC Dev Biol. 19(1):24. (2019 Dec 9)

”Cutibacterium acnes (Propionibacterium acnes) 16S rRNA Genotyping of Microbial Samples from Possessions Contributes to Owner
Identification” Yang, J., Tsukimi, T., Yoshikawa, M., Suzuki, K., Takeda, T., Tomita, M. and *Fukuda, S. mSystems. 4(6). pii: €00594-19.
(2019 Nov 26)

” AMPK activity is required for the induction of anhydrobiosis in a tardigrade Hypsibius exemplaris, and its potential up—regulator is
PP2A” Kondo, K., Mori, M., Tomita, M. and Arakawa, K. Genes Cells. (2019 Oct 14) [Epub ahead of print]

” Association between dyslipidemia and plasma levels of branched—chain amino acids in the Japanese population without diabetes
mellitus” Fukushima, K., Harada, S., Takeuchi, A., Kurihara A., lida, M., Fukai, K., Kuwabara, K., Kato, S., Matsumoto, M., Hirata, A.,
Akiyama, M., Tomita, M., Hirayama, A., Sato, A., Suzuki, C., Sugimoto, M., Soga, T., Sugiyama, D., Okamura, T. and *Takebayashi, T. J Clin
Lipidol. pii: S1933-2874(19)30274-0 (2019 Sep 11)

"Mass Spectrometry—compatible Subcellular Fractionation for Proteomics” Masuda, T., Sugiyama, N., Tomita, M., Ohtsuki, S. and
*Ishihama, Y. J Proteome Res. (2019 Oct 17) [Epub ahead of print]

"Draft Genome Sequences of Enterococcus faecalis Strains Isolated from Healthy Japanese Individuals” Tanaka, K., Watabe, T., Kato,
K., Tsukimi, T., Sato, MP., Odamaki, T., Tomita, M. and Fukuda, S. Microbiol Resour Announc. 8(40). pii: €00832-19 (2019 Oct 3)

”Large—scale Molecular Evolutionary Analysis Uncovers a Variety of Polynucleotide Kinase Clp1 Family Proteins in the Three Domains
of Life” Saito, M., Sato, A, Nagata, S., Tamaki, S., Tomita, M., Suzuki, H. and Kanai, A. Genome Biol Evol. pii: €00832-19 (2019 Oct 1)

”Clinical Features of Febrile Urinary Tract Infection Caused by Extended-spectrum Beta—lactamase—producing Escherichia Coli in
Children” Ohnishi, T., Mishima, Y., Takizawa, S., Tsutsumi, K., Amemiya, A., Akivama, N., Kanna, Y., Asato, S., Tomita, M., Ikemiyagi, M.,
Shikoro, N., Nakazawa, M., Kurihara, N. and Kamimaki I. Keio J Med. (2019 Aug 30) [Epub ahead of print]

”Strand-specific Single-stranded DNA Sequencing (4S—seq) of E. coli genomes” Masuda, T., ¥Kono, N., Tomita, M., and Arakawa, K.
bio—protocol (2019 Aug)

”Salivary metabolomics with alternative decision tree—based machine learning methods for breast cancer discrimination” Murata, T.,
Yanagisawa, T., Kurihara, T., Kaneko, M., Ota, S., Enomoto, A., Tomita, M., Sugimoto, M., Sunamura, M., Hayashida, T., Kitagawa, Y. and
Jinno, H. Breast Cancer Res Treat. 177(3):591-601 (2019 Oct)

”Orb-weaving spider Araneus ventricosus genome elucidates the spidroin gene catalogue” Kono, N., Nakamura, H., Ohtoshi, R., Moran,
DAP., Shinohara, A., Yoshida, Y., Fujiwara, M., Mori, M., Tomita, M. and Arakawa, K. Sci Rep. 9(1):8380 (2019 Jun 10)

"The bagworm genome reveals a unique fibroin gene that provides high tensile strength” Kono, N., Nakamura, H., Ohtoshi, R., Tomita,
M., Numata, K. and Arakawa, K. Commun Biol. 2:148 (2019 Apr 29)

”Stable mutants of restriction—deficient/modification—proficient Bacillus subtilis 168: Hub strains for giant DNA engineering” *ltaya,
M., Sato, M., Watanabe, S., Yoshikawa, H., Tomita, M. and Sato, R. J Biochem. 166(3):231-236 (2019 Sep 1)

”Genomic Analysis of Pseudomonas sp. Strain SCT, an lodate—Reducing Bacterium Isolated from Marine Sediment, Reveals a Possible
Use for Bioremediation” Harada, M., Ito, K., Nakajima, N., Yamamura, S., Tomita, M., Suzuki, H. and Amachi, S. G3 (Bethesda) 9(5):1321-
1329 (2019 May 7)

”Metabolome profiling of various seaweed species discriminates between brown, red, and green algae” Hamid, SS., Wakayama, M.,
Ichihara, K., Sakurai, K., Ashino, Y., Kadowaki, R., Soga, T. and Tomita, M. Planta. 249(6):1921-1947 (2019 Jun)

“”Complete Genome Sequence of Arthrobacter sp. Strain MN05—02, a UV-Resistant Bacterium from a Manganese Deposit in the
Sonoran Desert” li, KM., Kono, N., Paulino—Lima, IG., Tomita, M., Rothschild, LJ. and Arakawa, K. J Genomics 7:18-25 (2019 Feb 8)

”Comparison of Rigid and Soft—Brace Treatments for Acute Osteoporotic Vertebral Compression Fracture: A Prospective,
Randomized, Multicenter Study” Kato, T., Inose. H., Ichimura, S., Tokuhashi, Y., Nakamura, H., Hoshino, M., Togawa, D., Hirano, T., Haro,
H., Ohba, T., Tsuji, T., Sato, K., Sasao, Y., Takahata, M., Otani, K., Momoshima, S., Tateishi, U., Tomita, M., Takemasa, R., Yuasa, M., Hirai,
T., Yoshii, T. and Okawa, A. J Clin Med. 8(2). pii: E198 (2019 Feb 6)

”Stable and efficient delivery of DNA to Bacillus subtilis (nhatto) using pLS20 conjugational transfer plasmids” *Itaya, M., Nagasaku, M.,
Shimada, T., Ohtani, N., Shiwa, Y., Yoshikawa, H., Kaneko, S., Tomita, M. and Sato, M. FEMS Microbiol Lett. 366(4). pii: fnz032 (2019 Feb
1)

”Comparative genomics of Bacteria commonly identified in the built environment” Merino, N., Zhang, S., Tomita, M. and Suzuki, H. BMC
Genomics 20(1):92. (2019 Jan 28)”
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ISEV2019

Date: 2019.4.24 — 4.28 Venue: P>, FED

HP: https://www.isev.org/page/ISEV2019

1) Metabolome analysis of pancreatic cancer—derived extracellular vesicles

* Ryosuke Hayasaka, Akiyoshi Hirayama, Sho Tabata, Tomoyoshi Soga, Masaru Tomita

‘ASME & TSME meeting 2019 Date: 2019.5.11 - 5.13

Venue: Tunghai University, Taiwan

HP: https://asme-tsme—2019.weebly.com/

1) Genomic Analysis of Geobacter sp. SbR, an Antimony—Reducing Bacterium Isolated from Soil in Japan

* Tomoro Warashina, Masafumi Harada, Nobuyoshi Nakajima, Shigeki Yamamura, Masaru Tomita, Haruo Suzuki, and Seigo Amachi

O

‘RNA2019

Date: 2019.6.11 — 6.16 Venue: Krakow, Poland

HP: https://www.rnasociety.org/conferences/rna—2019/

1)Large—scale molecular evolutionary analysis uncovers a variety of polynucleotide kinase Clp1 family protein in the three domains of
life

*Motofumi Saito, Asako Sato, Shohei Nagata, Masaru Tomita, Satoshi Tamaki, Haruo Suzuki, Akio Kanai

2)Comparative genomics analysis of CPR bacteria with their complete genomes: Minimized profiles of ribosomal proteins and ribosomal
RNAs

*Megumi Tsurumaki, Motofumi Saito, Masaru Tomita, Akio Kanai

3)Comprehensive computational analysis reveals noncanonical reverse transcriptases in CPR bacteria

*Shohei Nagata, Masaru Tomita, Akio Kanai

4)Molecular evolutionary analysis of hepatitis C virus non—structural protein NS5A and interferon sensitivity

*Akane Nishigata, Shohei Nagata, Masaru Tomita, Akio Kanai

5)An archaeal in vitro reconstitution system for pre—tRNA splicing and characterization of a putative RNA-regulating protein PF1614
*Ayano Sakai, Motofumi Saito, Asako Sato, Masaru Tomita, Satoshi Tamaki, Akio Kanai

6)Comprehensive sequence analysis of group Il introns and their phylogenetic profiles in bacteria

*Masahiro C. Miura, Shohei Nagata, Satoshi Tamaki, Masaru Tomita, Akio Kanai

7)Computational analysis of tRNA gene clusters in bacterial evolution

*Yuka Takahashi, Shohei Nagata, Masahiro Miura, Masaru Tomita, Satoshi Tamaki, and Akio Kanai

% 13 RIEEY /L5 (13AGW) Date: 2019.6.25 - 6.27
Venue: —{EBE (Fi#RE 2 2—M), REHHP: http://gt164.jpn.org/13agw/

1)A CRISPR-barcode technology to isolate a target clone from different cell population samples
*Soh Ishiguro, Kana Ishida, Hideto Mori, Mamoru Tanaka, Nanami Masuyama, Rina Sakata, Motoaki Seki, Keiji Nishida, Akihiko Kondo,
Satoru Kuhara, Masaru Tomita, Hiroyuki Aburatani, and Nozomu Yachie
2)SPADE for exploring periodic sequence repeats as potential genome editing modules
*Hideto Mori, Daniel Evans—Yamamoto, Soh Ishiguro, Masaru Tomita & Nozomu Yachie
3)Towards high—resolution whole—body cell lineage tracing of mammalian development using an evolving DNA barcode technology
*Nanami Masuyama, Hideto Mori, Soh Ishiguro, Osamu Masui, Hirofumi Nishizono, Mikiko Negishi, Rina Sakata, Arman Ade, Motoaki Seki,
Keiji Nishida, Akihiko Kondo, Masaru Tomita, Hiroyuki Aburatani, Haruhiko Koseki & Nozomu Yachie

O

ISMB/ECCB 2019 Date: 2019.7.21 - 7.25
Venue: Basel, Switzerland

HP: https://www.iscb.org/ismbeccb2019

1)Transcriptomic analysis of the developmental stages of tardigrades reveals piRNA and hormone regulation

*Yuki Yoshida, Kenta Sugiura, Masaru Tomita, Midori Matsumoto, Kazuharu Arakawa

2)Convergent evolution of anhydrobiosis—related proteins in Tardigrades suggested by multi—oimcs analysis of Echiniscus testudo
*Yumi Murai, Masayuki Fujiwara, Masaru Tomita, Kazuharu Arakawa

-ICSB2019

Date: 2019.11.1 - 11.5

Venue: SHBRISH AT AR A (OIST), il

HP: https://www2.aeplan.co,jp/icsb2018/index_ja.html

1)A CRISPR-barcode technology to isolate a target clone from a heterogeneous cell population

*Soh Ishiguro, Kana Ishida, Hideto Mori, Mamoru Tanaka, Nanami Masuyama, Rina Sakata, Motoaki Seki, Keiji Nishida, Akihiko Kondo,
Satoru Kuhara, Masaru Tomita, Hiroyuki Aburatani, Nozomu Yachie

2)SPADE for exploring periodic sequence repeats as potential genome editing modules

*Hideto Mori, Daniel Evans—Yamamoto, Soh Ishiguro, Masaru Tomita, Nozomu Yachie
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3)Comparative genomics of two tardigrades with different cryptociotic capacities

*Yuki Yoshida, Georgios Koutsovoulos, Dominik Laetsch, Lewis Stevens, Sujai Kumar, Daiki Horikawa, Kyoko Ishino, Shiori Komine,
Takekazu Kunieda, Masaru Tomita, Mark Blaxter, Kazuharu Arakawa

4)Towards high—-resolution whole—body cell lineage tracing of mammalian development using an evolving DNA barcode technology
*Nanami Masuyama, Hideto Mori, Soh Ishiguro, Osamu Masui, Hirofumi Nishizono, Mikiko Negishi, Rina Sakata, Arman Adel, Motoaki Seki,
Keiji Nishida, Akihiko Kondo, Masaru Tomita, Hiroyuki Aburatani, Haruhiko Koseki, Nozomu Yachie

5)Pooled matrix screen of protein interactomes using Barcode Fusion Genetics—Protein—fragment Complementation Assay (BFG-PCA)
*Daniel Evans—Yamamoto, Piyush Nanda, Francois Rouleau, Koji Makanae, Hitoshi Matsuo, Motoaki Seki, Alexandre K. Dube, Diana
Ascencio, Masaru Tomita, Hiroyuki Aburatani, Cristian R. Landry, Nozomu Yachie

6)Barcode Split Genetics (BSG) Public—key Cryptography

*Sean Leo Kito Okawa, Daniel Evans—Yamamoto, Masaru Tomita, Nozomu Yachie

7)Comprehensive detection of group Il intron sequences from genome data and their phylogenetic profiles in bacteria

*Masahiro C. Miura, Shohei Nagata, Satoshi Tamaki, Masaru Tomita, Akio Kanai

B8 10 [EHBIERIFE S URT™D LDate: 2019.12.3 - 125
Venue: E X 1B 22 R, AR
HP: https://www.nipr.ac.jp/symposium2019/
1) Walking behavior of Tardigrada
* Kurumi Yoshimura, Megumu Tsujimoto

‘Miami Winter Symposium 2020, Molecular Mechanisms Linking the Microbiome and Human Health

Date: 2020.1.26 — 1.29

Venue: University of Washington, Washington, United States
HP:https://fems—microbiology.org/opportunities/plasmid—biology—2018- conference—5—-9-august-2018/

1)Gut microbiota—derived tryptophan metabolites from rice bran dietary intervention ameliorate colonic inflammation
*Kazuki Tanaka, Wanping Aw, Kenta Suzuki, Nozomu Obana, Jiayue Yang, Akihiro Kimura, Masaru Tomita, Shinji Fukuda
2)Development of target bacterial isolation method using anti—bacterial species specific monoclonal antibody

*Hikaru Inoue*, Gaku Nakato, Masaru Tomita, Joe Inoue, Shinji Fukuda

3)Gut microbiota—derived tryptophan metabolites from rice bran dietary intervention ameliorate colonic inflammation
*Kazuki Tanaka, Wanping Aw, Kenta Suzuki, Nozomu Obana, Jiayue Yang, Akihiro Kimura, Masaru Tomita, Shinji Fukuda
4)Understanding the anti—obesity molecular mechanisms of rare sugar, D— psicose, intake via gut microbiota modulation
*Nao Takeuchi, Kazuki Tanaka, Wanping Aw, Nozomu Obana, Masaru Tomita, Shinji Fukuda

5)The investigation of the suppression effect of honey dietary intervention in DSS—induced colitic mice
*Yuya Iwamoto, Wanping Aw, Masaru Tomita, Shinji Fukuda

6)Investigation of the obesity onset in androgen receptor knockout mice

*Haruno Takahashi, Kazuki Tanaka, Nao Takeuchi, Nozomu Obana, Masaru Tomita, Shinji Fukuda
Dinvestigation of the relationship between sleep deprivation and gut microbiota

*Kaho Yajima, Yukino Ogawa, Masaru Tomita, Shinji Fukuda

8)Do the gut microbiota affect host dietary preferences?

*K HE#& T, Wanping Aw, HR k&, EHE, 2HERM
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[RRE—R%K-BRFESR

-HAFREEW P (52 [A]) Date: 2019.5.14 - 5.17

Venue: ABRERR Rt 42—, ABRAT

HP: http://www2 jsdb jp/kaisai/jsdb2019/index—e.php

1) The Expression and Functional Analysis of Axial Protocadherin/Protocadherin—1 in mouse embryo
* Kanako Fukunaga, Kuroda Hiroki, Masafumi Inui

‘BRT/ LREFRE 4 B K=Date: 2019.6.3 - 6.5

Venue: 47 —H—JLinYE, HEAR

HP: https://www2.aeplan.co.jp/ge2019/

1)A CRISPR-barcode technology to isolate a target clone from different cell population samples

*Soh Ishiguro, Kana Ishida, Hideto Mori, Mamoru Tanaka, Nanami Masuyama, Rina Sakata, Motoaki Seki, Keiji Nishida, Akihiko
Kondo, Satoru Kuhara, Masaru Tomita, Hiroyuki Aburatani, and Nozomu Yachie

2)Towards high—resolution whole—body cell lineage tracing of mammalian development using an evolving DNA barcode technology
*Nanami Masuyama, Hideto Mori, Soh Ishiguro, Osamu Masui, Hirofumi Nishizono, Mikiko Negishi, Rina Sakata, Arman Adel,
Motoaki Seki, Keiji Nishida, Akihiko Kondo, Masaru Tomita, Hiroyuki Aburatani, Haruhiko Koseki & Nozomu Yachie

O

8 7 @A A LR BIFAZE R Date: 2019.8.1 - 8.2

Venue: It KEEZE, BHE

HP: http://www.cmm2019.com/index.html

1) BBBRXL AT THAMESARE LMz adoREMEEL

* BiR=th, FLUBAH, HEE, RESBHF QIIEBE, SEBAx SHE

HELFEREFDRDate: 2019.8.6

Venue: dLiBEAZE, tiEE

HP: https://evowakate.wixsite.com/website

1) NOTITIZEIT S tRNA BIZF ISR F—DEAL T
* SFEET, KHETE, EHE TARRE, SHEX

‘HA#ILZRE 21 [@AK&Date: 2019.8.7 - 8.10 Venue: JLiEEXRE, JLiEE

HP: http://www.ige.tohoku.ac jp/prg/plant/info/2019/07/21 html

D NDTITIZEITS tRNA BIZF U5 RE—DHELEHT

* SiEhEI, KHETFE, EHE, IARKRE, SHEX

O

5 31 ESiE- 2 FHEEYFELURTY LDate: 2019.8.22 - 8.23

Venue: EiEa<{bRTIL, REFE

HP: http://takato—sympo.com/history/detail.php?id=31

DFEELEHIaE R ELHRERN OB - BT 5 EEFHFEOMK

*ABR, GHEE FFA, HbE, Bt REHZ, BExlE, &

H#_—, A E, ARYE, SHE, BaEE aNIE

2)SPADE [2&3% / LREED 21— ILIZEEL =AM REE S DIFER

*He —, Wanping Aw, $57K X, BTt £, EH % &1 Em

3)RNA F5—+ Clpl DARIRES FHELBETHSFRISNIFIR/AUTUT Clo1 OHEEERRET

*FEA UK. AR R EHB.ANIE

4)Towards high-resolution whole—body cell lineage tracing of mammalian development using an evolving DNA barcode technology
*Nanami Masuyama, Hideto Mori, Soh Ishiguro, Osamu Masui, Hirofumi Nishizono, Mikiko Negishi, Rina Sakata, Arman Adel, Motoaki Seki,

Keiji Nishida, Akihiko Kondo, Masaru Tomita, Hiroyuki Aburatani, Haruhiko Koseki & Nozomu Yachie
Od

BEZRBARZAIGEGH-EN SRV —t TRED AT LER |Date: 2019.9.5 - 9.6

Venue: EERBARE BRIV v nNX, LIBE

DAV F IR LD ERY Do LE NI IR L DY / LR

*Z5 H#4E, Georgios Koutsovoulos, Dominik R. Laetsch, Lewis Stevens, Sujai Kumar, 81| A#t, A EFE, /EIE. B EFN, SHEE,
Mark Blaxter, 3t )| F1f&

QBTRA IFNEERICRIFTEE

*RBES, NMIED, EHE, BHERM

‘HARER{E =5 66 [E4F X Date: 2019.9.17 - 9.19
Venue: RERASE ARFv/ X, REAR
DTEDOKBEIL ST RDBERKREICEITS/K-AAMEEERICE
BKFEFRE

*AREK, HEEE, LHSH, EEht, FHESFT, EERAT,
mEE, SAER, EHE
)FIAR_BRILRF-EKEOTHRBEICET SRR

6~—



*RERE, RoEE FNERS, EBHS BERT, SHW, SHE

RNA 7OV T4 FI—F42% 2019 Date: 2019.9.24 — 9.27

Venue: IBM KIFHR—LRXTYE, §H R

D NITFITDET T IWV—T 1 42 rAY QO RIREER S| fEHT

* =HAE, KHET, TARE SHE, SHEX

O

EEREPEEFOR ¥ 11 EHERDate: 2019.10.18 - 20

Venue: AMBFELUA— ETHHERT, LLUELIEHP: https://www.bioinfowakate.org/meeting11
1) NOTITIZEIT S tRNA B F I TR F—DEAL T

* DA, kHEE, SHE, EARRE SHBX

-556[E HAMMS/)\HF4(JSEV2019) Date: 2019.10.24 — 25

Venue: BN WNARIE L A—RAT, BIEEIHP: http://www jsev. jp/meetingoverview/
) BB REBENAMEA L 35BN NED T ILFA S Y X EHT

* BiRseth, FUUBAA, HAKE &K R SERE 0B

EZEKREFLAREDate: 2019.11.12 - 11.14 Venue: 7 —TE 7, S48
HP: http://aquaplanetology.sakura.ne jp/3rd_General_Assembly/index.htm

1) BKISRA_BILRBEANDTRAE BT HEERMFAZR

« MEBE REEE HHBEST EEGAF BEHN, SHU SHE

-HARREH R E¥ SDate: 2019.11.14 - 11.16

Venue: REVASE HHF v/ X, AT
HP: https://www2.aeplan.cojp/ge2020/index.html
1) SLFN11 accelerates apoptosis in response to ¥ —irradiation

* EIFRME, /\MAflith, Yves Pommier, & HE, # i+

5 42 BIHARS FEYFRDate: 2019.12.3 - 127

Venue: 18 ERE RS, 1&HE

HP: https://www?2.aeplan.co.jp/mbsj2019/

DERREMRICBELILIDVF UL OO R T — LET

«HHHE, )RS, SHE, TS

WAL R H 9 SRS B D ARR O — L FREAT

«BiR5th, FLUBAA, HIEE A RESBE T SHAE SHE

3571 (Polyrhachis lamellidens) BB £ 7 DOA=—[Z{ B AT BE

ICAWA LR RAETEOER

* 5 FERE, AEH5EE, S HAE, B, TN

HELES /) LRATIZ & D Micrococcaceae £ R 1) Geodermatophilaceae BHZH T2 LM R R E BT FREDIER
*BR AT 2 1Y, SAEFH5E6H, FA, Ivan Glaucio Paulino-Lima, &M, Lynn Justine Rothschild, FtJII 1
5)C BUFF RV AL AHEIFBESZL /NIE NS5A D5 F#lLEA U 2—Tz AV B

MR, KHET, SHE SHEX

B)EMD 3 KRAMUIZH =2 KIRED FHEILEITIZ L > THL M ELEST= Polynucleotide kinase Clp1 M Z#k14E
BT, ERET KHBAHET, TARE SHE BsX SHEX
NALBMERICKZARBRMFH MR EIBRNBERZLRN T o7 R EMELN BT

*Heh—, Wanping Aw, $i K@K, BTEE, BEN, ANER EHE EHERM
OARBGHEIL—T—4—HERWTIRBRIREICH T8 EEHEN

*ARRE, ERE FIME BHER ERXE bRER SHB AHiER, &FEE EHER
NNBILET ) LR AMIEE/N\IT)T7E "CPR” DLLET / LT

«BBEE, B, EHE SHMEX

10)CPR N TYUTIZEITH ST BREESI N\ IEORBHRRLS FHL

«k HeEFE, SHE, SHEBX

11)Development of target bacterial isolation method using anti—bacterial species specific monoclonal antibody
*Hikaru Inoue, Gaku Nakato, Masaru Tomita, Joe Inoue, Shinji Fukuda

12)pre—tRNA RTS4L0J DEBRENBEARRE RNA HlfMEHES /U E PF1614 DMK
<EHE, BETX, EHST SHE TARE SHEX

13)FDEERA L0 T HENHEEZRZNLERNRO 2 FHED R

*TNZEFE, AHh—2, Wanping Aw, BTEE, S, EHERM

14)< 9 AREIZFH T3 Axial Protocadherin/Protocadherin—-1 D F I - HEEAR T

*BKERT, RHWBE, EHE

15) 82 iR #EFE AR BRI Z M) [T =+ 4" < LsS Echiniscus testudo MV ILFA IO REIT

*MFHEE, BIRESE, SHE, IS

A\ IS AR IO b = N1 L 7 Lz ok e Ab S b L ik A 7100

78—y



10) 50752 HERERAD MBI = O | ) @ YL 952 Wiy =5 i1 T2 TLAREAR VI B WA

«<AISHEIE SHE #L4%

1MECRERESLUVREZSICETHEEDNROREH

*JI|HUOMS, EHE, HL%

18)— B S FEIETH DN 7 (Polyrhachis  lamellidens)(Z# 17218 3 35 Al 448 o fiZ BA
«F[R1&, SHERE, AEHEH, SHE FRIIME

197 UROT U EBRREBIIRICE T HENHEZEE LR B R E#EORER
*EEED, Hh—C, TRETR, BEE S, EHEM

200\ TYTIZHITBRNA GBI FITRAI—DT / L L DILE LIETERE O BEFRME
*SiEE, KA#E, ZHEE SHB TARRSE, SHEBX

21)Comprehensive detection of group II intron sequences from genome data and their distribution in bacteria
*Masahiro C. Miura, Shohei Nagata, Satoshi Tamaki, Masaru Tomita, Akio Kanai
22)Geobacter BHlEIZHT5Y / LD BRI

*ERRA, EHE, #BAEX

WEETENG 6T IENHBE R ES BB

*RBES, NMIETH, EHE, EHER

24)EB1FEVE 7 — 7 Pyrococcus furiosus MEAR ML ABFZET5TOT 4+ — LR
«EEEF, =HaE SHE 2EEE SHEX

25)Shewanella @MDY/ LG E4H B fEHT

«EEHSL, ERKE, SHE, SHKEX

26 BRI AN LD EIEBRRICE TEIAGREGETRROTOTA— LA
*EiKlG, =HEE, BELEER kEET aBEX EHE &K

FIFNRE, £FHEX

2NT—FTITH T BT ELFVDHEE LT D KRN

*RIUeaE, SE6 S0, SHEX

55 67 B HAEREF R AKDate: 2020.3.4 - 3.8 Venue: BIAE, BAHE
HP: http://www.esj.ne jp/meeting/67/

1) —EHHHSFERTHAIN TIDNTHILEAZEDORIT

* BFHERE, AFGE, BIIAE, SHE, IS

O

g ~—v



EHEEE

2019/4/29 HEFEHHE

ANADHEIELAEEDROAXELZIV N IBERR., HEHEENature IZIBH SIS
2019/5/10 BREZETRH

ANADHIEIELAREDROAXELZFIV N IBERR . HEHEENature 1 IZIBE SIS
2019/6/7 BB

AR ) Ls s AR O— LABHTIC&Y KD A RIEEEHEE T

2019/6/7 BTILEHE

AR ) Ls AR O— LABHTIC &Y KED A RAEEEHEEHE

2019/6/7 BAFEEHE

AR ) Ls s AR O— LBHTIC&Y KR A REEEHE L E

2019/8/14 SARHMHE

FIRBERENIF YV Bt

2019/8/19 HTITE %A

R B D A T8 (A BBIICE>TAMNAZRIET 34 %%0%

2019/12/6 the Japan Times

Defying local skepticism and 'Tokyo first’ mentality, Science Park thrives in rural Yamagata
2020/2/21 BAEFHHE

EHE (F)ROCRI—HRE THELIEEFTTIE

9 <y
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